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Splicing Genes Together

Employing genetic engineering, researchers can take certain genes from a
source organism and put them into another plant or animal.

thuringiensis, a commonly
occurring soil bacteria...

An Example of Genetic Engineering: —
1 Scientists take Bacillus m ‘m ’ﬂ
up

\¢

from it the Bt gene, which pro-
duces a protein that turns toxic in

2 ...and use enzymes to remove
the digestive tract of caterpillars.

into the chromosomes of cotton
and corn, killing caterpillars that
feed upon these planis.

3 The Bt gene is then incorporated

$

Ao

SOURCE: North Carolina State University, College of Agriculiure and Life Sciences
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BINOMIAL NOMENCLATURE OF SOME COMMON PLANTS AND ANIMALS

COMMON NAME BINOMIAL NOMENCLATURE
A. PLANTS

Pisum sativam

. Pea plant

: Allium cepa

. Onion plant
Mangifera indica

. Mango plant
Triticum aestivum

. Wheat plant

-
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. Banyan tree

. Commom crap (Fish)

Ficus bengalensis

Glycine max

. Soya bean

NIMALS

. Frog Rana hexadactyla

. Cat Felis domestica
Dog Canis familiaris

. Housefly Musca domestica

. Cobra Naja naja

Cyprinus carpio
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a']ﬁ’u BINOMIAL NOMENCLATURE OF SOME COMMON PLANTS AND ANIMALS
COMMON NAME BINOMIAL NOMENCLATURE
A. PLANTS
Pisum sativam
1. Pea plant

. Allium cepa

2. Onion plant
Mangifera indica
3. Mango plant

Triticum aestivum
4. Wheat plant

Ficus bengalensis
5. Banyan tree

6. Boya bean Glycine max

B. ANIMALS
1. Frog Rana hexadactyla
2. Cat Felis domestica
3. Dog Canis familiaris
4. Housefly Musca domestica
5. Cobra Naja naja

6. Commom crap (Fish) Cyprinus carpio




Taxonomic Ranks are Hierarchical

Species within each genus

Genera  within each family
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Domestic cat

Panthera pardus Felis silvestris

Felidae

Common ancestor
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1. Capsule

2. Cell wall

3. Cytoplamic (Plasma) membrane

4. Cytoplasm

5. Ribosomes

6. Mesosome

7. Mucleoid (DMNA n q
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Ribosomes

Endoplasmic
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Prokaryote
Nucleoid
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Cell Wall
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mammals, birds,
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Modern
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Kingdom
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Other Animals
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Fungi
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Chytridiomycota Zygomycota  Basidiomycota  Ascomycota
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PHYLUM |

CLASS | MAMMALIA

ORDER | CARNIVORA

FAMILY Ursidae

SPECIFIC

ERPITHET horribilus
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Phylogenetic Tree of Life
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